Recognition of the mother is of major importance for the survival of mammalian neonates. This recognition is based, immediately after birth, on the detection of odours that have been learned by the fetus in utero. If the ethological basis of a transnatal olfactory continuity is well established, little is known on the nature of its olfactory cues, and nothing about the presence of potential carrier proteins in the maternal fluids such as amniotic fluid, colostrum and milk. We have identified the components of the pig putative maternal pheromone in these fluids of the sow. We also used a ligand-oriented approach to functionally characterize carrier proteins for these compounds in the maternal fluids. Six proteins were identified, using binding assay, immunodetection and peptide mapping by mass spectrometry. These proteins are known to transport hydrophobic ligands in biological fluids. Among them, alpha-1 acid glycoprotein (AGP) and odorant-binding protein (OBP) have been described in the oral sphere of piglets as being involved in the detection of pig putative maternal pheromone components. These are the first chemical and biochemical data supporting a transnatal olfactory continuity between the fetal and the postnatal environments.
Introduction
Olfaction is of major importance for communication in mammals. Interactions with congeners are mediated by odours for individual recognition (Kristensen et al., 2001) , sexual (Signoret, 1974 (Signoret, , 1996 or maternal (Signoret et al., 1997) behaviours. In particular, the establishment of the mother-young link is largely due to olfactory cues mediated by maternal fluids such as milk, colostrum and amniotic fluid (Nowak et al., 2000) : females and newborns develop a positive orientation to those birth fluids (Lévy et al., 1983; Marlier et al., 1998; Schaal et al., 1994) . One-dayold rabbits are able to detect and discriminate abdominal odours emitted by adult conspecifics . Furthermore, they selectively respond to the major odour to which they have been exposed in utero (Coureaud et al., 2002) . Odour information gained in the amniotic medium constitutes familiarities bridging the fetal and the neonatal niches, suggesting that the degree of chemosensory similarity of amniotic fluid and colostrum should be high around birth (Marlier et al., 1997) . The positive orientation towards the maternal fluids suggests the existence of a transnatal olfactory continuity in mammals (Schaal et al., 1994 (Schaal et al., , 1995 .
For piglets, it is much more important than for other mammals to rapidly find the nipple, essential for the survival of neonates, because sows do not take care of their litter . The search of the nipple is based on olfactory information (Hrupka et al., 2000) since piglets are attracted by odours from the maternal ventral skin, such as amniotic fluid and milk (Morrow-Tesch and McGlone, 1990a; RhodeParfet and Gonyou, 1991) . Olfactory cues are located near the nipple, rendering easier the nipple attachment (MorrowTesch and McGlone, 1990b) and the intake of colostrum, then milk. Mammary pheromones in milk, evoking attraction and oral grasping in newborns, have only been isolated in rabbits (Schaal et al., 2003) . Meanwhile, odours isolated from the nipple area of milking sow have been shown to reduce agonistic behaviours in piglets (Pageat and Tessier, 1998) . The components of this putative maternal pheromone were identified as fatty acids in proportions that are species-specific (Pageat, 2001) . The commercial analogue, Suilence Ò , has similar effects of reducing agonistic behaviours and its use increases the daily weight gain (McGlone and Anderson, 2002) . The components of the putative maternal pheromone are bound by olfactory binding proteins (OBPs) in the nasal and vomeronasal mucosae of piglets (Guiraudie et al., 2003) , and may participate intheir peripheralcoding.These proteins belong tothe lipocalin superfamily (Flower, 1996) , members of which have already been identified in human amniotic fluid (Liberatori et al., 1997) and colostrum (Murakami et al., 1998) . In addition, Piotte et al. (1998) identified three lipocalin-like proteins in the milk of marsupials. Two of them have similarities with OBPs, and the third with the major urinary proteins (MUPs) of rodents, known to be involved in the pheromone communication.
The objective of this study was to propose chemical and biochemical support to the transnatal olfactory continuity evidenced by behaviourists. In a first step, we investigated the presence of the putative maternal pheromone components in the maternal fluids, which are in contact with piglets around birth, and during fetal (amniotic fluid) and post-natal life (colostrum then milk). In previous work, we used a ligand-oriented approach to identify the proteins that bind the components of the putative maternal pheromone in the oral sphere of piglets (Guiraudie et al., 2003) . In the present work, we used the same strategy to functionally identify proteins that could act as carriers of these components in the maternal fluids.
Materials and methods

Animals and fluids
Three maternal fluids (amniotic fluid, colostrum and milk) were collected from sows (Sus scrofa; Large White breed) in the Nouzilly laboratory (INRA, France). The colostrum was collected during the 2 days following parturition, the milk was collected from the 3 weeks milking sows and the amniotic fluid was collected on their piglets just after birth. Each fluid was stored at ÿ20°C until use.
Characterization of the maternal pheromone components in maternal fluids
The volatile composition of sow amniotic fluid, colostrum, and milk was determined by solid-phase microextraction (SPME), followed by gas chromatography-mass spectrometry (GC/MS) analysis. The SPME holder was equipped with a CW/DVB 65 lm fibre (Supelco Ò ). The fibre was plunged into the solution for 1 min and then directly desorbed in the heated injector of the chromatograph. GC analyses were conducted on a Varian 3400 Cx gas chromatograph equipped with a 30 m, 0.32 mm i.d., 0.5 lm (df), Rtx-WAX column (Restek, Bellefonte, PA) using the following temperature program: maintained at 50°C for 1 min, heated to 160°C at 15°C/min, maintained at 160°C for 1 min and then heated from 160 to 245°C at 5°C/min, with helium as carrier gas at a pressure of 15 psi. Samples were injected in a splitless injector heated at 240°C. GC/MS analyses were conducted on a Nermag R30-10 quadrupole mass spectrometer coupled to a Delsi Di200 gas chromatograph. Mass spectra were recorded in electronic impact mode (70 eV) with a mass range of 40-340 amu. A 30 m, 0.32 mm i.d., 0.5 lm (deepth film (df)), RTX-5MS column (Restek) was used for analysis and the program temperature was raised from 50°C (maintained for 1 min) to 300°C at 10°C/min, with helium as carrier gas at a pressure of 12 psi. Samples were injected in a Splitless injector heated at 250°C. For identification, standards (SigmaAldrich) were co-injected with the samples and analysed in the same conditions as described above.
Analogues of pig appeasing compounds
Tritiated tetradecanoic acid ([9,10- 
Preparation of protein samples
The proteins were extracted from 1 vol. of each of the three maternal fluids using 2 vols of chloroform/methanol (2:1) on ice. After centrifugation (15 000 g for 15 min at 4°C), the aqueous phase was collected, then evaporated in a speed-vac and stored at ÿ20°C.
Electrophoresis, Western blot and binding assay
The crude protein extracts were solubilized in 20 ll electrophoresis buffer and subjected to non denaturing-polyacrylamide gel electrophoresis (native-PAGE, 16.8% acrylamide) at 150 V, then the gels were stained with a colloidal Coomassie blue R solution (Nagnan-Le Meillour et al., 1996) . The protocol for immunodetection by Western blot was previously described (Guiraudie et al., 2003) . Rabbit antiserum against porcine odorant binding protein (OBP) (a gift from Pr Paolo Pelosi) was used as the primary antibody at a 1:10 000 dilution. Horseradish peroxidase-labelled anti-rabbit Ig (Amersham) were usedasthesecondaryantibodyata1:10 000dilution.Thesignal was detected using the Enhanced ChemiLuminescence kit (ECL, Amersham), according to manufacturer's instructions. For the binding assay, 20 ll of crude extract of each maternal fluid was incubated with 1 lCi of each radiolabelled ligand (5 ll of ethanol solution) for 30 min on ice. Samples were immediately subjected to native-PAGE, then electroblotted 1 h onto ProBlott membranes (PVDF, Perkin-Elmer) at 4°C (400 mA constant current). Membranes were successively dipped 30 min in 7% formaldehyde and 1 h in 1 M salicylic acid for fluorography. After drying on the bench they were exposed to Hyperfilm MP (Amersham) for 7 days at ÿ20°C. The films were developed and the membranes werestained witha Ponceau Red S solution (Sigma-Aldrich, 0.2% in 1% acetic acid) in order to assign the radioactivity to protein bands.
In-gel digest, peptide extraction and MALDI-TOF MS analysis
Protein bands giving a radioactive signal on films were collected from gels run under the same conditions and stained with Coomassie blue. The gel bands were excised with a razor blade and put into Eppendorf tubes. Special attention was paid throughout the procedure to avoid contamination from dust and/or keratins. The excised bands were destained until clear by sequentially washing for 15-30 min with each of the two following solutions: (i) 25 mM ammonium bicarbonate and (ii) 50% acetonitrile. The gel pieces were then dehydrated by addition of acetonitrile. Excess solvent was removed, followed by drying for 20 min in a Speed Vac. Reduction was undertaken by covering gel pieces with 10 mM dithiothreitol for 45 min at 56°C. Excess solvent was removed and alkylation was performed with 55 mM iodoacetamide 30 min in the dark. After two rinses and drying, the gels were rehydrated by adding 15-30 ll of a solution containing 25 mM ammonium bicarbonate and 0.5 lg of trypsin (Promega) and incubating 10 min. Further ammonium bicarbonate (10 ll) was added to ensure complete hydration and digestion was carried out overnight at 37°C. The extracted peptides were loaded onto the target plate after mixing 0.5 ll of each solution with the same volume of matrix solution (4-hydroxy-a-cyanocinnamic acid, 10 mg/ml in 0.1% TFA/acetonitrile 2:1 v/v) and left to dry. Mass spectra were acquired on a Bruker Reflex III MALDI-TOF instrument equipped with a nitrogen laser with an emission wavelength of 337 nm. Spectra were obtained in the reflectron mode at an accelerating voltage of 19 kV. Deflection of the low-mass ions was used to enhance the target peptide signal. An external calibration using peptides covering the mass range 1000-3000 Da was performed for each measurement. Peptide mapping was compared with those of the Swiss-Prot database (http://www.expasy.org/tools/ peptident.html).
Results
Identification of the maternal pheromone components in maternal fluids
The putative maternal pheromone is composed of six fatty acids in the following relative proportions (Pageat, 2001) : hexadecanoic acid (C16:0, 35%), cis-9-octadecenoic acid (C18:1, 26%), (cis, cis)-9,12-octadecadienoic acid (C18:2, 22%), dodecanoic acid (C12:0, 8%), tetradecanoic acid (C14:0, 7%) and decanoic acid (C10:0, 2%). The GC traces obtained for the volatile fraction of sow maternal fluids indicated similar patterns for the three fluids ( Figure 1 ). The comparison of mass spectra of peaks (a) to (f) with those of the NIH library in GC/MS and co-injections with standard compounds resulted in identification of the six expected fatty acids in milk, colostrum and amniotic fluid in the proportions indicated in Table 1 .
Functional identification of binding proteins in maternal fluids
The three maternal fluids issued from the same sow were compared to analyse the variability in their protein content. All experiments were performed on standardized extracts corresponding to the same quantity of each fluid. Extracts equivalent to 20 ll of each fluid were loaded on a gel and stained with Coomassie blue (Figure 2 ). An aliquot of piglet VNO extract was added for comparison. The protein profiles were quantitatively and qualitatively different even if some protein bands co-migrated. The number of proteins decreased from milk (M), to colostrum (C), to amniotic fluid (AF). Radiolabelled analogues of pig appeasing compounds (fatty acids) were used as probes in binding experiments to identify binding proteins in the three maternal fluids. We additionally used two radiolabelled steroids: the progesterone, structurally related to the porcine sex steroid androstenone, and the androstenol, the other sex steroid produced by boars. Several bands differentially bound the radiolabelled compounds in the three fluids ( Figure 3) and were analysed by mass spectrometry for characterization of their protein content. In amniotic fluid (AF in Figure 3 ), protein bands numbered AF1 and AF2 were involved in binding the tested compounds. The band AF1 bound the saturated fatty acids and androstenol. Peptides map obtained after trypsin treatment matched at 78.2% with the map obtained for porcine alpha-1 acid glycoprotein (AGP; GenBank M35990, Table 2 ). Only small peptides of <800 Da (undetectable in our conditions) and the peptides bearing N-glycosylation sites on residues Asn5, Asn13, Asn36, Asn73 and Asn83 were not retrieved. The protein band AF2 bound the saturated fatty acids with an apparent decreasing affinity from C10:0 to C16:0, strongly bound the steroids but did not bind the unsaturated fatty acids. Peptide mapping resulted in 90.50% identity with those of porcine OBP (Swiss-Prot P81245, Table 3 ).
In milk, six bands (numbered M1-M6; M in Figure 3 ) were involved in the binding of fatty acids and steroids. Band M1 bound the saturated fatty acids C10:0 to C16:0 with an apparent decreasing affinity; the two steroids but did not bind the unsaturated fatty acids. The peptide mapping performed on M1 matched 75.7% of the sequence of porcine serum albumin precursor (SAP; Swiss-Prot P08835, Table  4 ). Faint binding was observed between band M2, C10:0, C12:0 and androstenol. Peptide mapping covered 44.3% of porcine whey acidic protein sequence (WAP; Swiss-Prot O46655, Table 5 ). This low recovery could be explained by the presence of a myristoylation (C14:0) site on lysine 39 that may disturb the digestion, generating a peptide too big to be detected. Band M3 weakly bound the small fatty acids C10:0 and C12:0, and androstenol. Peptide mapping covered 44.1% of alpha-2S casein sequence (CAS2; Swiss-Prot P39036, Table 6 ). Bands M4 and M5 were identified as porcine Beta-lactoglobulin I (BLG; Swiss-Prot P04119, Table 7 ) by peptide mapping, with 65.6 and 53.2% of sequence coverage, respectively. The proteins migrated to different positions in native-PAGE, indicating the presence of two isoforms of the BLG, together with different patterns after peptide mapping (Table 7) . Indeed, the binding data showed distinct binding properties as M4 bound C10:0 and C12:0, while M5 bound the two steroids. The band M6 displayed the same binding profile as band AF2. Mass spectrometry analysis indicated 56% coverage of porcine OBP (Swiss-Prot P81245, Table 3 ).
In colostrum, two bands were involved in the binding with appeasing compounds (numbered C1 and C2; C in Figure 3 ). Peptide mapping of band C1, involved in binding with C10:0, C12:0 and the steroids (mainly progesterone), indicated a 56.3% coverage of porcine BLG (Swiss-Prot P04119, Table 7 ). The band C2 was identified as porcine OBP (100% identity, Swiss-Prot P81245, Table 3 ) and bound the appeasing compounds and steroids in the same pattern as bands AF2 and M6, but with a lower intensity.
Immunodetection of OBP in maternal fluids
The presence of porcine OBP was searched in the three maternal fluids by Western blot with specific antibodies (Figure 4) . Anti-OBP serum cross-reacted with the protein contained in band AF2 of amniotic fluid, band M6 of milk and band C2 of colostrum. It was necessary to increase the volume of milk and colostrum to obtain a detectable signal, suggesting that the OBP quantity in these fluids is much lower than those in amniotic fluid and VNO.
Discussion
Transnatal continuity for putative maternal pheromone components
The fatty acids described as the components of the pig putative maternal pheromone (Pageat, 2001) were identified in the three maternal fluids known to evoke positive 177-178 n.f. <800
179-180 n.f. <800
181-183 n.f. <800
Comparison with tryptic digests of porcine alpha-1 acid glycoprotein (AGP, GenBank No. M35990). C_CAM = carboxamidomethylated cysteine. Masses under 800 Da and over 3200 Da were not measured in our conditions. n.f., not found.
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http://chemse.oxfordjournals.org/ orientation of mammalian newborns. The fluids contain other compounds that were not identified, our major goal being restricted to the search for fatty acids already described as components of the pig putative maternal pheromone. The presence of free fatty acids in milk has extensively been demonstrated (e.g. Thompson and Brownhill, 1992; Gonzalez-Cordova and Vallejo-Cordoba, 2001 ), but only as nutritional elements (Aumaitre and Seve, 1978; Chilliard et al., 2001 ) and never as potential olfactory cues. The young is successively in contact with amniotic fluid during fetal life, with colostrum in the hours following the birth, and with milk and putative maternal pheromone in the following days. During pre-natal life, the mammalian fetus develops in an environment with chemosensory information that imprints (Smotherman and Robinson, 1987; Lecanuet and Schaal, 1996) since newborns are able to discriminate the odours from amniotic fluid from the first hour after birth (Schaal and Orgeur, 1992) . Lambs are even able to discriminate between amniotic fluid that bathed their chemoreceptors in utero and that from unfamiliar parturient ewes (Schaal et al., 1995) . Some authors have suggested that amniotic fluid and colostrum are similar in odour composition around birth (Marlier et al., 1997) . Our results suggest that the free fatty acids present in maternal fluids could constitute a chemical signature that contributes to the successful transition between the pre-natal and post-natal environments. The gradual transformation of colostrum to milk allows a progressive adaptation of the newborns to their new environment, increasing their survival (Aumaitre and Seve, 1978; Winberg and Porter, 1998; Burrin et al., 1997) . Behavioural tests of orientation towards these fatty acids individually or in a mixture are needed now to demonstrate that they play a role in the transnatal olfactory continuity in piglets.
Transnatal continuity for carrier proteins in maternal fluids
Binding assays, immunodetection and peptide mapping revealed that sow maternal fluids contained several proteins that could be potential carriers of putative maternal Comparison with tryptic digests of porcine odorant-binding protein (OBP, Swiss-Prot Q8WMH1 for VNO OBP and P81245 for maternal fluids OBPs). C_CAM = carboxamidomethylated cysteine; MSO = methionine sulfoxide. Masses under 600 Da and over 3600 Da were not measured in our conditions. n.f., not found.
pheromone components and steroids, as they differentially bound these compounds in vitro (Table 8 ). They either belong to the lipocalin superfamily of carrier proteins (AGP, BLG and OBP) or have been described as carriers of different types of ligands in milk (SAP, WAP and CAS2). Three proteins, SAP, WAP and CAS2, are milk-specific. SAP has been found before in sow milk (Klobasa et al., 1987) and also that of humans (Murakami et al., 1998) . This protein is known to bind calcium, sodium and potassium ions, bilirubin, drugs, hormones and fatty acids (Perez et al., 1993) . Human SAP displays multiple binding sites that can be occupied by fatty acids and drugs (Rashid et al., 1998; Colmenarejo, 2003) . WAP is secreted by mammary glands, and its expression is under control of hormonal peptides, steroids and developmental signals during gestation Comparison with tryptic digests of porcine serumalbumin precursor (SAP, Swiss-Prot P08835). C_CAM = carboxamidomethylated cysteine; MSO = methionine sulfoxide. Masses under 725 Da and over 3200 Da were not measured in our conditions. n.f., not found. *, several peptides of mass <925 Da. Comparison with tryptic digests of porcine whey acidic protein (WAP, Swiss-Prot O46655). C_CAM = carboxamidomethylated cysteine. Masses under 800 Da and over 3200 Da were not measured in our conditions. n.f., not found.
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http://chemse.oxfordjournals.org/ (Simpson et al., 1998) . WAP has been described as a protease inhibitor and may play an important role in the mammary gland development and tissue remodelling (Wall et al., 1991) . CAS2 is also a mammary gland protein secreted in milk (Alexander et al., 1992) . Among the lipocalins, BLG was identified as common to colostrum and milk. This is a major protein of milk, present as two isoforms with either Gln or Thr at position 138 (Bell et al., 1981) . In addition, the protein can bear posttranslational modifications, such as glycosylations, explaining why several predicted peptides were not retrieved after trypsin digestion (Table 7) . Two isoforms could be observed in milk, differing in their migrating positions and binding properties (Figures 2 and 3) . The M4 isoform bound C10:0 and C12:0, whilst M5 isoform bound the two steroids. A single form was observed in colostrum extracts, which bound the same fatty acids and the two steroids. Several binding kinetic studies between bovine BLG and hydrophobic ligands have previously been performed. Sawyer and Kontopidis (2000) showed that BLG binds fatty acids such as C12:0 and C16:0 with high affinity (K d s of 7.0 · 10 ÿ7 and 1.0 · 10 ÿ7 M, respectively), and retinoic acid, retinol and cholesterol with similar K d values. Bovine BLG also binds insect pheromones (Lamiot et al., 1994) which are fatty acid derivatives: dodecanol (K d = 3.4 · 10 ÿ7 M) and dodecyl acetate (K d = 2.6 · 10 ÿ7 M). The binding affinity appears to be modulated by the double bonds position and the Comparison with tryptic digests of porcine beta-lactoglobulin (BLG, Swiss-Prot P04119). C_CAM = carboxamidomethylated cysteine; MSO = methionine sulfoxide. Masses under 800 Da and over 3200 Da were not measured in our conditions. n.f., not found. 
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Comparison with tryptic digests of porcine alpha 2S-casein (CAS2, Swiss-Prot P39036). C_CAM = carboxamidomethylated cysteine, MSO = methionine sulfoxide. Masses under 900 Da and over 3200 Da were not measured in our conditions. n.f., not found. *, several peptides of mass<900 Da. aliphatic chain length. Porcine BLG behaves similarly as it binds the shorter and saturated fatty acids and not the cis-9 unsaturated acids (C18:1 and C18:2). In addition, bovine BLG bound to retinol remains able to bind insect pheromones, indicating that the protein possesses two different binding sites (Lamiot et al., 1994) . Nevertheless, the biological function of BLG is still speculative, although it is assumed to be a carrier of fatty acids and retinol (Sawyer and Kontopidis, 2000) , a point supported by our results. The protein content of amniotic fluid is particularly interesting: the two proteins, AGP and OBP, involved in the binding of selected ligands are known to bind these components in nasal and vomeronasal organ extracts of piglets (Guiraudie et al., 2003) . AGP specifically binds C12:0 in the oral sphere of piglets (Guiraudie et al., 2003) , and the other saturated fatty acids and androstenol in sow amniotic fluid (Table 8) .
If the previous proteins were already found in the sow maternal fluids, the presence of OBP has never been reported outside the oral sphere. The protein was characterized both by mass spectrometry and using specific antibodies in the three sow fluids. When comparing the binding properties of OBP from piglet VNO (Guiraudie et al., 2003) and OBP from amniotic fluid, they appear to differentially bind the selected ligands. OBP from the VNO binds the unsaturated fatty acids C18:1 and C18:2, binds the saturated fatty acids with an increasing apparent affinity according to the chain length, and does not bind progesterone (Guiraudie et al., 2003) . In this study, OBP from amniotic fluid did not bind the unsaturated fatty acids, bound the saturated fatty acids with a decreasing affinity according to their chain length and strongly bound the two steroids. The same observations were made for OBPs from milk and colostrum. Thus, OBP from piglets and OBP from sow maternal fluids differentially behave towards appeasing fatty acids and steroids. These binding properties could be explained by the results obtained by peptide mapping and mass spectrometry on the four OBP samples (Table 3) . For OBPs contained in sow maternal fluids, a peptide of mass 2240,13 Da was obtained, corresponding to the C-terminal sequence ENGI-PEENIVNIIERDDCPA (amino acids 138-157), typical of the OBP isolated from adult nasal mucus (Scaloni et al., 2001 ; Swiss-Prot P81245). The digestion of OBP from piglet VNO gave a peptide of mass 648.28 Da, corresponding to the C-terminal sequence DDCPAK (amino acids 153-158), indicating the presence of an additional lysine residue, typical of the OBP sequence obtained by molecular cloning from piglet nasal and vomeronasal tissues (Guiraudie et al., 2003; Swiss-Prot Q8WMH1) . These data confirm the existence of a juvenile form of the porcine OBP with binding properties different from those of the adult form (Guiraudie et al., 2003) . Moreover, they suggest that OBP from amniotic fluid is of maternal origin, together with OBP(s) from milk and colostrum, which are secreted by the same mammary glands. If the six proteins identified in maternal fluids are able to act as carriers of putative maternal pheromone components and steroids and function as a relay between the maternal fluids, the OBP is the only protein common to the three fluids. The presence of proteins described in the oral sphere, in the amniotic fluid supports the hypothesis of their involvement in the detection of odours by the fetus. In the pig, the accessory bulb and vomeronasal organ are functional in utero (Salazar et al., 2004) , allowing detection of chemical and biochemical signals, to which the proteins described in this study could participate. It is noteworthy that similar proteins secreted in the oral sphere and maternal fluids, such as rodent MUPs in the nasal cavity and urine, are Despite the qualitative differences between amniotic fluid, colostrum and milk, several proteins can act as a relay of the proteins present in the previous biological fluid to transport the chemical signals emitted by the mother. This work represents the first investigation to highlight proteins involved in the transport of odorants from mother to young through the biological fluids, supporting the existence of a transnatal olfactory continuity Schaal et al., 1995) . Moreover, the ligand-oriented approach provides a powerful tool for functional identification of proteins involved in the binding of odour and pheromone signals in biological fluids.
